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MPM-2 126 
MPP (matrix processing 
peptidase): a-MPP and B-MPP 
136 
MreB protein 58 
mRNA 
degradation and translation, 
association between 
180-183 
flagellar protein 156, 401 
myelin-specific 196 
nuclear RNA tracks 346-352 
nucleocytoplasmic export of 
154-155, 181-182, 350 
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ribonucleoproteins and 
95, 96-98, 154-155 
seed storage protein 438 
mRNA-binding proteins 
152, 182 
mRNP3 and mRNP4 proteins 
96-98 
mukA gene 24 
mukB gene 23 
multivesicular bodies (MVBs) of 
R7 cells, boss internalization 
into 104, 105 
muscarinic receptors, G proteins 
and 111, 231, 232, 235 
muscle (cells) 
differentiation of 
bFGF and 306 
pRB and 211, 213 
profilin and 384 
skeletal 
contraction of 364-365 
Duchenne muscular 
dystrophy 115, 
303-304 
mechanical stress and 
302, 303-304, 306 
transfection in vivo 306 
Mx proteins 268-272, 429 
myc gene 
E2F-binding sites in 44 
TGF-B and 14, 18 
myelin 191-192 
biogenesis of 195-196 
myelin basic protein (MBP) 
191, 192, 193, 195, 196 
myelin-associated glycoprotein 
(MAG) 191, 192 
myelin/oligodendrocyte 
glycoprotein (MOG) 191 
MyoD, pRB and 211, 212, 213 
myosin I, cell motility and 367, 
374, 375-376 
myosin Il 
cell motility and 366, 387 
phosphorylation of 298 
myotube membrane skeleton 
114-115, 117 
myxoma virus, encoding of a 
homologue of IFN-a receptor 
by 80 
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N1 protein, accumulation of 326 

N-acetyl-Asn-Tyr-Thr-Cys-NH,, 
redox state of 6 

NADH-cytochrome b, reductase, 
membrane integration of 74 

nck gene product, SH2/SH3 
domains of 12, 184 

NDC10 gene 257 

necrosis 141 

nerve growth factor (NGF) 262 
receptors 262-267 

neural crest cell migration 
392-396 

neurofibromin: as tumour 
suppressor 39-40 

neurofilament proteins, 
phosphorylation of 299 

neuromodulin (GAP-43) 196 


neurons 
membrane skeleton at node of 


Ranvier 116 
membrane traffic in 169, 
418 
microtubule crossbridges in 
79 
neurofilament proteins, 
phosphorylation of 299 
neurotrophin receptors 
262-267 
oligodendrocytes and 
191, 193 
plasmalogens and 90 
R7 cell development in 
Drosophila compound eye 
103-105, 228 
rab8 expression in 418 
synaptotagmin in exocytosis 
110 
neuropeptides, focal adhesion 
kinase and 261 
neurotensin gene transcripts, 
localization of 347, 350 
neurotrophins 262-267 
neutrophil(s) 
motility of 367, 377 
Ca2+ regulation of 
386-391 
oxidative burst, SH3 domains 
and 12 
NF1 gene 31, 39-40 
NF1 transcription factor 
165, 166 
NF3 transcription factor 164, 
165 


164, 


NK-«B transcription factor 150 
Nicotiana alata self- 
incompatibility 106, 108, 


340-342, 344 
nm23 gene 31, 41 
nodes of Ranvier, membrane 
skeleton at 116 
nopp140 protein 239, 328 
NSF (NEM-sensitive factor) 81 
analogue of 100 
PAS1 protein and 91, 93 
SNAP receptors 184, 
256 
yeast homologue of 
275-276 
NSP1 protein 78 
NSP116 gene 78 
NTP hydrolysis, chloroplast 


protein transport and 187 
nuclear envelope 
Lamin Breceptor 149 


mitotic breakdown 298-299 
reconstitution of assembly 
334 
scanning of 79 
nuclear localization signals (NLSs) 
hnRNP proteins 153, 154 
nuclear protein accumulation 
and 325, 326, 327, 328 
nuclear pore complex 
Balbiani ring RNP particle 


and 444-445 

cryoelectron microscopy of 
294 

high-resolution scanning EM 
of 79, 206 

hnRNP proteins and 152, 154 


mRNA translation/degradation 


and 182 
nuclear protein accumulation 
by facilitated transport 
and intranuclear binding 
325-328 
yeast nuclear pore proteins 
78 
nuclear—mitotic-apparatus 
protein 125 
nucleoid positioning 23-24 
nucleolin 239 
nucleolus 236-241 
assembly of 239-241 
coiled body and 199-200, 
203 
protein accumulation in 327 
structure of 236-239 
nucleoplasmin (Np) 325, 326, 
327-328 
nucleoside diphosphate (NDP) 
kinase 41-42 
nucleosome 
Balbiani ring chromatin and 
443 
DNA replication origins and 
165, 166 
reorganization in absence of 
DNA replication 76 
telomeres and 129 
5'-nucleotidase, adenosine 
transport and 70 
nucleus 
apoptosis and 141 
Balbiani ring RNP particle 
443-446 
centrosome position relative 
to, cell motility and 
378-379 
coiled body 198-203, 347 
cryoelectron microscopy 1 
DNA concentration in 1 
hnRNP proteins and 
151-155 
liquid concept of chromatin 
2-3 
Mx proteins in 269 
nuclear RNA tracks 346-352 
nucleocytoplasmic transport 
154-155, 181-182, 239, 
325-328, 350, 444-445 
dorsal gene product 150 
see also nuclear envelope; 
nuclear pore complex 
nucleolus 199-200, 203, 
236-241 
peroxisome biogenesis and 
91 
protein accumulation by 
facilitated transport and 
intranuclear binding 
325-328 
telomeres and 
transcript domains 
350-351, 352 
twisting DNA 1-3 
nucleus—basal body connector 
124 
NUP proteins 78 


128-133 
347, 


oO 
oligodendrocyte(s) 191-197 
development of 192-195 
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myelin biogenesis by 195-196 
oligodendrocyte-myelin 
glycoprotein (OMgp) 
191-192 
oncogenes and products 
location near telomeres 133 
oncogenic tyrosine kinases 10 
tumour suppressors and 33 
see also individual genes 
onconase 107, 108 
origins of replication 161-163 
bacterial membranes and 
21-22 
chromosome partition and 
23 
subnuclear localization of 
replication protein A 50 
transcription factors and 
161-166, 333 
oxygen-evolving complex 
proteins 189 


P 
p21", SH3 domains and 11-12 
see Ras superfamily 
p29 in ciliary beat control 
411-412 
p30 (onconase) 107, 108 
p34ca2 296 
cellular substrates of 297, 
298-299 
centrosome and_ 126, 
298 
cyclin binding and Thr 161 
phosphorylation 287-289 
inhibition of intra-Golgi 
transport 185 
novel cyclin-like protein and 
112 
nucleoplasmin 
phosphorylation by 328 
see also cyclin-dependent 
kinases 
P41FRNK protein 258, 260 
p47-phox/p67-phox, SH3 
domains of 12 
P48 (Ffh) protein 6 
p53 oncogene/protein 31, 32, 
34, 38, 46-49 
apoptosis and 34, 47 
inactivation of 33 
TGF-B and 14 
as transcription factor 47 
p53, p58 and p63 as 
compartment markers 
82-83, 85, 216 
p62, TGN38/41 protein and 
253-255 
p65 (synaptotagmin) 110, 169 
p80 coilin 198-199, 201, 202 
phosphorylation of 202 
p107, E2F association with 44, 
45,75 
p140 of synapse 331 
p190, SH3 domain and 11 
PAI gene, TGF-B and 18 
pancreatic RNase A 108, 109 
Papaver rhoeas self- 
incompatibility 340, 
342-344 
papillomavirus DNA replication 
162, 164, 333 


pargenes 22, 24 
Paramecium ciliary beat frequency 
409-412 
paramyxovirus F protein 99 
PAS proteins 91-92, 93 
pati gene 61, 62 
paxillin 258, 260 
PC (prohormone convertase) 
family 169, 170 
PCNA (proliferating cell nuclear 
antigen), cyclin- 
dependent kinases and 300 
pellegene 150 
PEP4 gene 428 
PEP12 protein 51 
perforin 143 
pericentriolar material 124, 
125-126 
peroxisome(s) 
biogenesis 89-93 
PMP70 protein 424 
peroxisome assembly factor-1 
(PAF-1) 91, 93 
pertussis toxin, G proteins and 
232 
PGKI mRNA_ 187, 182 
phagocytosis 316 
pheromones, yeast 60-65, 
231-232, 256, 333 
a-factor secretion 
422-423, 424 
a-factor internalization in 
mutants 273-276 
phloem 
plasmodesmata of 310, 
311-312, 313, 314 
viruses and 313 
PHOS gene 78 
PHO85 gene 299 
phosducin 232-233 
phosphatidylinositol 
4,5-bisphosphate, cell motility 
and 368, 372, 381, 
383-384, 387 
phosphatidylinositol 3-kinase 
(PI 3—kinase) 
SH2/SH3 domains of 8, 
9, 10, 11, 184 
phospholipase C (PLC) 
PLCT gene, yeast 185 
PLCB isoforms, G proteins 
and 232, 235, 384 
PLCy SH2/SH3 domains 
8, 9-10, 184 
PLCy1 and profilin 
383-384, 387 
phospholipids, membrane 
C-terminal-anchored 
membrane proteins and 
73,74 
DnaA activity and 20-21, 
22 
G-protein interactions with 
231 
membrane fusion and 
100 
myelin 191 
peroxisomes and 89, 90 
phototaxis in Chlamydomonas 
403-408 
Physarum 
DNA replication 


161-162, 166 
profilin 166, 385 
PIK-A49 (phosphatidylinositol 
kinase activator) 416 
plant(s) 
cytoskeleton-—cell-wall 
continuum 413-417 
plasmodesmata 308-314 
profilins 381 
RNases 106, 108, 
341-342, 343, 344 
salicylic acid in 419 
seed storage proteins 
437-442 
self-incompatibility in 
106, 108, 340-344 
telomeres 130-131, 132 
viruses 312-314 
see also chloroplast 
plasmalogens, peroxisomes and 
89, 90 
plasmodesmata 308-314 
plastids see chloroplast 
L-plastin 387 
plastocyanin 189 
platelet(s) 
focal adhesion kinase and 
259 
membrane skeleton of 
114, 115-116 
platelet-derived growth factor 
(PDGF) 
oligodendrocytes and 
193, 194, 196 


receptor 
SH2 domain and 8-9 
TGF-B and 15 
release from wounded cells of 
304 


gene 185 
PMP70 protein 424 
pollen 
receptor 343 
‘response’ genes 344 
self-incompatibility and 
106, 108, 340-344 
tube, growth of 414 
poly-t-proline, profilin binding of 
381, 384 
polyoma virus 
DNA replication 162, 163, 
165, 166, 333 
middle T antigen, 
C-terminal anchor of 
73, 74 
polyphosphoinositides, profilin 
binding of 368, 372, 
381, 383-384, 387 
polytene chromosomes 
Balbiani ring RNP particl 
443-446 
nuclear RNA tracks 
351-352 
ponticulin 369, 371-372 
POPA 125 
potassium (K+) channel, 
G-protein activation of 231, 
235 
potocytosis 69-71, 250 
poxviruses, cellular immune 
response and 80 
pp59%” 260-261 
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pp60*« 260 
pp125FAK 258-261 
pRB 32 
cell growth/differentiation and 
33-34, 43-44, 212-213, 
299-300 
E2F and 44-45, 75, 211, 
212, 213 
inactivation of 33 
TGF-B and 14, 212-213 
transcription and 44-45, 
211-213 
viral oncoproteins and 
43, 211, 212 
prBt1 protein, targeting of 4 
prealbumin (transthyretin) 70 
profilin(s) 381-385 
actin binding by 368, 
369, 372, 373, 381-385, 
387 
expression of 385 
isoforms of 381, 385 
other interactions of 
383-385, 387 
Physarum 166, 385 
structure of 381 
prohibitingene 31 
prohormone processing 
169-170 
proinsulin 169 
prolactin 
constitutive release of 
291 
preprolactin translocation 
336-337 
prolamins 437-442 
promoters 
of IFN-a-inducible genes 
78 
nucleosome reorganization 
and 78 
pRB and 212-213 
ribonucleoprotein storage 
particles and 94, 97-98 
RNA polymerase interaction 
with 2 
protein disulphide isomerase, 
prolamin assembly and 
441-442 
protein kinase C (PKC) 
CD4 endocytosis and 
317 
constitutive secretion and 
290, 291 
MARCKS phosphorylation 
by 387 
protein phosphatase 2A (PP-2A) 
phosducin and 233 
tyrosine phosphorylation 
of 6 
protein phosphatase 2B 
(calcineurin) 390, 391 
protein tyrosine phosphatase 1B, 
C-terminal anchor of 
74 
proteolipid protein (PLP) 
192, 193, 195-196 
prSS protein 187, 188 
prune gene 41 
PTPy gene 31, 32 
PU.1 protein 211, 212 
PVN1 protein 416 


191, 


R 
R7 neuron development in 
Drosophila compound eye 
103-105, 228 
rab proteins 
coated-vesicle formation and 
147-148, 420 
endocytosis and 317-318 
ER-—Golgi transport and 
52, 81, 82, 418, 420 
neuronal membrane traffic 
and 169, 418 
rab8 and post-Golgi transport 
vesicles 418 
TGN38/41 protein and 
252, 253-255 
yeast homologue of rab7 


276 
radial spokes 156, 157-158, 
159, 400, 409 
Raf-Ras interactions 333 
ral2 gene 64 


Ranvier, nodes of, membrane 
skeleton at 116 
rap! gene 31, 40-41 
RAP1 protein, telomere and 
129-130, 131-132 
Ras superfamily 
activation pathway 228 
Grb2 protein and 80, 228 
Raf and 333 
SH2/SH3 domains and 
12-13, 228 
Shc proteins and 80 
tumour suppressors and 
39-42 
yeast pheromones and 
64, 65, 333 
RasGAP protein 
SH2 domain of 8,9 
as tumour suppressor 39, 
40, 41 
RB control element (RCE) 213 
RB-1 gene 31, 32, 33-34 
product see pRB 
TGF-B and 14 
red-clover necrotic mosaic virus 
313 
redox state of endoplasmic 
reticulum 6 
Refsum’s disease, infantile 90 
replication factor (protein) A 
sub-nuclear localization of 
50 
transcription factors and 
333 
restrictocin 106 
retinal 403-405 
rho control of cytoskeleton 
assembly, effect of 
chimeric toxin DC3B on 
228 
rhodopsin(s) 232, 233 
Chlamydomonas phototaxis 
and 403-406 
yeast mating and 63-64 
rhodopsin kinase 232 
rhoGAP 
SH3 domain and 11, 12 
ribonucleoprotein (RNP) particles 
Balbiani ring RNP particle 
443-446 


cytoplasmic hnRNP—-mRNA 
complex 155 
heterogeneous nuclear 
(hnRNP) 151-155, 203, 
445, 446 
small nuclear (snRNPs) 
151, 154, 155, 237 
coiled bodies and 
200-201, 202-203, 347 
nuclear RNA tracks and 
347, 351, 352 
in Xenopus laevis oocytes 
94-8 
see also signal-recognition 
particle 
ribosome(s) 
biogenesis of 236-239 
mammalian SEC61 protein 
and 50 
mRNA degradation and 
180-181, 182, 183 
ribonucleoprotein storage 
particles and 94, 95-96, 
97 
a-sarcin and 109 
translocation and 293, 
338 
RIF1 130 
RISBASEs: RNases with special 
biological actions 106-109 
RNA 
heterogeneous nuclear 
(hnRNAs) 151-155 
microtubule nucleation and 
220-221 
nuclear RNA tracks 
346-352 
plant virus 312-313 
pollen 341-342, 344 
in signal-recognition particles 
6, 335 
small nuclear (snRNAs) 
200, 202, 237, 239 
small nucleolar (SnOoRNA) 
200, 203 
splicing of 155, 200, 
202-203, 347, 349-350, 
352 
in Xenopus ribonucleoprotein 
storage particles 94-98 
see also MRNA; 
ribonucleoprotein particles; 
rRNA 
RNA polymerase(s) 
DNA rotation and 1-3 
interaction with promoter 
of 2 
in nucleolus 
240 
ribonucleoprotein storage 
particles and 94,95 
hnRNP particles 151, 
153-154 
viral, Mx proteins and 
269 
RNA synthesis see transcription 
RNases 
microtubule nucleation and 
220-221 
mRNA degradation and 
180-181, 182 
RISBASEs 106-109 


238, 239, 
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self-incompatibility in plants 
and 106, 108, 341-342, 
343, 344 
Rous sarcoma virus (RSV) mRNA 
181, 182 
rRNA (ribosomal RNA) 
coiled body and 199 
genes 236-241 
pollen 341-342 
ribonucleoproteins and 
94-95, 98, 154, 237 
RSP3 protein 157-158, 159 
RTX proteins 421-422 
Rubisco chimera: identification of 
contact-site intermediate in 
chloroplasts 111 


S6 ribosomal protein 32-33 
SAC6 gene 274-275 
Saccharomyces cerevisiae see yeast 
salicylic acid in plants 419 
SAR1 protein 81 
a-sarcin 106, 108, 109 
SBF transcription factor 75 
SC-35 antigen, nuclear RNA 
tracks and 347, 351, 352 
scanning electron microscopy, 
high-resolution 205-208 
of nuclear envelope 79 
SCB motif 75 
Schizosaccharomyces pombe see 
yeast 
SCIP/tst-1 transcription factor 
193 
SCO1 protein 136 
SEC proteins 4, 81, 336, 
337-338, 339 
annexins and 179 
assembly of E. coli inner 
membrane proteins and 
150 
endocytosis and 275-276 
SEC18 protein, PAS1 similarity 
91, 93 
SEC21 protein 79 
SEC61 protein and SecY 
337-338 
mammalian homologue 
50, 337, 338 
secretory pathway 
constitutive secretion 
290-292 
membrane traffic default 
pathway in yeast 4 
redox state of endoplasmic 
reticulum 6 
TGN38/41 protein and 
252-255 
see also endoplasmic 
reticulum; Golgi complex; 
trans Golgi network; 
translocation of 
peptides/proteins across 
membranes 
SEDS5: a novel yeast membrane 
protein 51 
seed storage particles, assembly 
and transport of 437-442 
self-incompatibility in plants 
106, 108, 340-344 
Sem-5 protein 12 


mammalian homologue GRB2 
12-13, 80, 228 
Sendai virus 99-100, 101 
septation, bacterial 
FtsA protein and 58 
GTP binding in 4 
serine proteases, apoptosis and 
143 
serine/threonine kinase(s) 
focal adhesion kinase and 
260 
pelle gene product 150 
Ras-Raf interactions 333 
TGF-B type Il receptor 
16-19 
tyrosine phosphorylation of 
phosphatase PP-2A 6 
serotonin release, flickering fusion 
and 256 
sev (sevenless) protein: sev—boss 
interactions in R7 
neuron development 
103-105 
severin 372, 376 
S-gene/S-proteins 
340-344 
SH2 domains 8-11, 12-13 
binding specificities of 
184 
proteins containing 8, 10 


106, 108, 


Sem-5/Grb2 12-13, 80, 
228 
structure of 10-11 
SH3 domains 8, 11-13 


binding proteins 150 
proteins containing 8, 11 
Sem-5/Grb2 12-13, 80, 
228 
Shc proteins, association with 
Grb2 protein of 80 
shibire gene/product 104, 148, 
271, 272, 294 
sieve elements, plasmodesmata 
and 311-312, 313 
signal transduction 
cell adhesion molecules and 
36, 38 
cell motility and 364, 368, 
371, 383-384, 387, 390 
ciliary beat frequency and 
409-412 
coatomer binding and 
86-87 
constitutive secretion and 
290-292 
deflagellation-induced 
156-157 
endocytosis and 274 
fluorescence resonance energy 
transfer in study of 
242-245 
focal adhesion kinase and 
258-261 
interferons and 78 
neuropeptides and 261 
phosphatase PP-2A and 6 
phospholipase C in yeast and 
185 
phototaxis in Chlamydomonas 
403-408 
potocytosis and 71 
profilin and 383-384 


Ras activation by tyrosine 
kinases 80, 228 
Ras-Raf interactions 333 
self-incompatibility in 
plants 340, 343-344 
SH2/SH3 domains and 
8-13 
TGF-B receptors and 
15-19, 334 
Trk neurotrophin receptors 
and 262-263, 265-266 
tumour suppressors and 
32, 39-42 
yeast mating and 60-65, 
231-232, 256, 273-275, 
333 
see also G proteins 
signal-recognition particle (SRP) 
335 
bacterial 6 
C-terminal-anchored 
membrane proteins and 
72-73, 74 
receptor 74 
simian immunodeficiency virus 
100 
SIR proteins, telomere and 132, 
133 
62/64 kDa doublet 
SLY2 protein 73 
small nuclear ribonucleoprotein 
particles (snRNPs) 151, 
154, 155 
in coiled bodies 
202-203, 347 
and nuclear RNA tracks 347, 
351, 352 
in nucleolus 237 
SNAP receptors 184, 256 
sodium, membrane skeleton and 
116 
somatostatin receptors, G 
proteins 111, 235 
Sos protein 228 
SP1 protein 213 
spectrin family of proteins 
113-117, 303 
sperm 
basal-body-associated 
macromolecules 
220-221, 222 
dynein heavy chain isoforms 
399-400 
profilins and 381, 383 
RNase and_ 107, 108, 
220-221 
SP-H antigen 
spindle 
CENP-E protein 5, 435 
mitotic spindle pole separation 
432-436 
MKLP-1 protein (CHO1 
antigen) 5, 435, 436 
yeast 123, 124, 126, 
433-434, 435, 436 
spk1 gene 65 
splicing 
nuclear RNA tracks and 
347, 349-350, 352 
ribonucleoprotein particles 
and 155, 200, 202-203 
Balbiani ring RNP structure 
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and 446 
SPN antigen 125 
Src family of tyrosine kinases 
cadherins and 36 
focal adhesion kinase and 
260-261 
SH2 domains of 10, 11, 
184 
S-RNases 106, 108, 341-342 
SSA protein 335 
StbA protein 58 
STE genes/products 230, 427 
a-factor secretion and 
422-423, 424 
mating and_ 61, 62, 63, 
64-65, 231-232, 273, 274 
stereology 354-358 
steroid receptors, hormone- 
binding domains of 
278-280 
stress, mechanical 
302-307, 369 
subtilisin-related endoproteases 
169-170 
SV40 T antigen 
DNA replication and 
163, 164-165, 166 
nuclear accumulation of 325, 
326, 328 
p53 inactivation and 46 
tumours and 33, 34 
SWI4 protein 75-76, 419 
SWI6 protein 75 
sxagenes 62, 63 
synaptobrevins 
BOS1 protein 73, 256 
C-terminal anchor 73, 74 
synaptonemal complex protein 
ZIP1 149 
synaptotagmin 110, 169 
synexin 99, 224, 226 
syntaxin 51, 169, 256 
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T7 gene product, myxoma virus 
80 

talin 258, 260 

TAP1 and TAP2 424 

TBP transcription factor 212 

T-cell hybridoma, apoptosis and 
141, 142-143 

telomeres 128-133 

tenascin 394, 395, 396 

tensegrity model of cytoskeleton 
257 

tensin 258, 260 

TFIIB transcription factor 212 

TFIIH transcription factor: 89 kDa 
subunit is ERCC-3 
helicase 229 

TFIIA 94-95, 96, 98 

TFIIIC 94,95 

TGN38/41 protein 252-255, 
331 


thiolase, peroxisomal 89, 91 


thioredoxin, secretion of 
423-424 

thylakoid membrane 186, 
189-190 

thymocytes, apoptosis in 
141-142 

thymosin B4 372, 383 


thyroxine, carrier protein for 70 
tobacco mosaic virus (TMV) 
plasmodesmata and 
312-313, 314 
salicylic acid and 419 
TolC protein 24, 421-422 
Toll-dorsal pathway, 
phosphorylation in 150 
topoisomerase | 
DNA rotation and 2 
in nucleolus 238, 239, 240 
topoisomerase II 
mutants, meiosis in 294 
TopolV 24 
toxins 
ABC-transporters for 421-422 
effect of chimeric toxin DC3B 
onrho 228 
TRAM protein 336-337, 338 
transcription 
apoptosis and 141-144 
Balbiani ring RNP particle 
443-446 
cyclin autoregulation in 
yeast 419 
deflagellation-induced 
156-157 
DNA repair coupled to 
229 
DNA replication order and 
161, 163 
DNA rotation during 1-3 
nuclear RNA tracks and 
346-352 
ribonucleoproteins and 
94-95, 98 
hnRNPs 
153-154 
snRNPs 200, 202, 237 
rRNA genes 236-241 
splicing following 155, 
200, 202-203, 347, 
349-350, 352, 446 
telomeres and 133 
tumour suppressors and 
32, 44-45, 47 
pRB 44-45, 211-213 
viral, Mx proteins and 
268, 269 
transcription factor(s) 
cyclin-dependent kinases and 
298, 419 
ERCC-3 helicase as a subunit 
of TFIIH 229 
ISUF3 10, 78 
nucleolar 238, 239 
oligodendrocyte development 
and 193 
origins of replication and 
161-166, 333 
p53 as 47 
pRB and 44-45, 211-213, 
299 
ribonucleoprotein storage 
particles and 94-95, 
97-98 
SH2 domains in 10 
structural similarity between 
mammalian and yeast 
75-76 
Toll-dorsal pathway 150 
yeast pheromones and 


151-152, 


61, 62 
transducin 405 
transferrin, receptor-mediated 
endocytosis of 145-146, 
147, 316 
transforming growth factor B 
(TGF-B) superfamily 14 
betaglycan and 334 
a-inhibin 34 
multiple actions of 14-15 
pRB and 14, 212-213 
receptors for 15-19, 334 
soluble proteins binding 
TGF-B 15 
TGF-B, structure 14 
transin/stromelysin 
TGF-B and 14-15, 18 
translation 
apoptosis and 141-144 
mRNA degradation and 
180-183 
ribonucleoprotein storage 
particles and 94, 95-97, 
98 
RNases and 106-107, 109 
translocation 
ABC-transporters of 
peptides/proteins across 
membranes 421-425 
aqueous environment of 
293, 339 
chloroplast 4, 52, 111, 
186-190 
mitochondrial 135-136 
peroxisomes and 89, 93 
protein translocation across 
membranes: common 
themes in divergent 
organisms 335-339 
SEC61, mammalian 
homologue of 50 
Sec proteins and assembly of 
E. coli inner membrane 
proteins 150 
see also signal-recognition 
particle 
transport in oligodendrocytes 
195-196 
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